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Figure la 
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Figure lb 

CCACGCGTCCGGGAAGCCCCCAGGTGCCAGGATCTGCCCGGATCCGCGCCCGCTCCGGCCGG 

CACCATGGACAGCGAGGCATTCCAGAGCGCGCGGGACTTTCTGGACATGAACTTCCAGTCGCT 

GGCCATGAAACACATGGATCTGAAGCAGATGGAGCTGGACACGGCGGCGGCCAAGGTGGATG 

AACTGACCAAGCAGCTGGAGTCGCTGTGGTCAGACTCTCCCGCGCCTCCTGGCCCGCAGGCCG 

GACCCCCTTCTAGGCCGCCCCGGTACAGCTCCAGCTCGATCCCTGAGCCCTTCGGCAGCCGAG 

GGTCCCCCCGGAAGGCGGCCACCGACGGCGCAGACACCCCGTTCGGACGATCAGAGAGTGCC 

CCAACCCTACACCCCTACAGCCCGCTGTCCCCCAAGGGACGGCCGTCGTCGCCGCGCACCCCG 

CTCTACCTGCAGCCGGACGCCTACGGCAGCCTGGACCGCGCGACCTCGCCCCGGCCCCGCGCC 

TTCGATGGCGCAGGCAGCTCCCTCGGCCGTGCGCCCTCCCCGCGGCCCGGGCCAGGCCCGCTC 

CGCCAGCAGGGTCCCCCCACGCCTTTCGACTTCCTGGGCCGCGCAGGCTCCCCCCGCGGCAGC 

CCCCTGGCGGAGGGGCCCCAGGCCTTCTTCCCCGAGCGTGGGCCGTCACCGCGCCCCCCTGCC 

ACAGCCTACGACGCGCCAGCGTCCGCCTTCGGGAGCTCCCTGCTAGGCTCCGGCGGCAGCGCA 

TTCGCCCCGCCTCTGCGCGCGCAAGACGACCTGACGCTGCGCGGGCGGCCTCCGAAAGCCTGG 

AACGAGTCTGACCTGGACGTGGCGTACGAGAAGAAGCCTTCGCAGACAGCGAGCTATGAACG 

CCTGGACGTCTTCGCAAGGCCTGCCTCGCCGAGCCTGCAGCTGTTGCCTTGGAGGGAGAGCAG 

CCTGGATGGACTGGGGGGCACCGGCAAGGACAACCTCACTAGCGCCACCCTGCCGCGCAATT 

ACAAGGTCTCTCCTCTGGCCAGCGACCGGCGTTCAGACGCGGGCAGCTACCGGCGCTCGCTGG 

GCTCCGCGGGGCCGTCGGGCACTTTGCCTCGCAGCTGGCAGCCCGTCAGCCGCATCCCCATGC 

CCCCCTCCAGCCCCCAGCCCCGCGGGGCCCCGCGCCAGCGTCCCATCCCCCTCAGCATGATCT 

TCAAGCTGCAGAACGCCTTCTGGGAGCACGGGGCCAGCCGCGCCATGCTCCCTGGGTCCCCCC 

TCTTCACCCGAGCACCCCCGCCTAAGCTGCAGCCCCAACCACAACCACAGCCCCAGCCACAAT 

CACAACCACAGCCCCAGCTGCCCCCACAGCCCCAGACCCAACCCCAAACCCCTACCCCAGCCC 

CCCAGCATCCCCAACAGACATGGCCCCCTGTGAACGAAGGACCCCCCAAACCCCCCACCGAG 

CTGGAGCCTGAGCCGGAGATAGAGGGGCTGCTGACACCAGTGCTGGAGGCTGGCGATGTGGA 

TGAAGGCCCTGTAGCAAGGCCTCTCAGCCCCACGAGGCTGCAGCCAGCACTGCCACCGGAGG 

CACAGTCGGTGCCCGAGCTGGAGGAGGTGGCACGGGTGTTGGCGGAAATTCCCCGGCCCCTC 

AAACGCAGGGGCTCCATGGAGCAGGCCCCTGCTGTGGCCCTGCCCCCTACCCACAAGAAACA 

GTACCAGCAGATCATCAGCCGCCTCTTCCATCGTCATGGGGGGCCAGGGCCCGGGGGGCCGG 

AGCCAGAGCTGTCCCCCATCACTGAGGGATCTGAGGCCAGGGCAGGGCCCCCTGCTCCTGCCC 

CACCAGCTCCCATTCCACCCCCGGCCCCGTCCCAGAGCAGCCCACCAGAGCAGCCGCAGAGC 

ATGGAGATGCGCTCTGTGCTGCGGAAGGCGGGCTCCCCGCGCAAGGCCCGCCGCGCGCGCCT 

CAACCCTCTGGTGCTCCTCCTGGACGCGGCGCTGACCGGGGAGCTGGAGGTGGTGCAGCAGG 

CGGTGAAGGAGATGAACGACCCGAGCCAGCCCAACGAGGAGGGCATCACTGCCTTGCACAAC 

GCCATCTGCGGCGCCAACTACTCTATCGTGGATTTCCTCATCACCGCGGGTGCCAATGTCAAC 

TCCCCCGACAGCCACGGCTGGACACCCTTGCACTGCGCGGCGTCGTGCAACGACACAGTCATC 

TGCATGGCGCTGGTGCAGCACGGCGCTGCAATCTTCGCCACCACGCTCAGCGACGGCGCCACC 

GCCTTCGAGAAGTGCGACCCTTACCGCGAGGGTTATGCTGACTGCGCCACCTACCTGGCAGAC 

GTCGAGCAGAGTATGGGGCTGATGAACAGCGGGGCAGTGTACGCTCTCTGGGACTACAGCGC 
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CGAGTTCGGGGACGAGCTGTCCTTCCGCGAGGGCGAGTCGGTCACCGTGCTGCGGAGGGACG 

GGCCGGAGGAGACCGACTGGTGGTGGGCCGCGCTGCACGGCCAGGAGGGCTACGTGCCGCGG 

AACTACTTCGGGCTGTTCCCCAGGGTGAAGCCTCAAAGGAGTAAAGTCTAGCAGGATAGAAG 

GAGGTTTCTGAGGCTGACAGAAACAAGCATTCCTGCCTTCCCTCCAGACCTCTCCCTCTGTTTT 

TTGCTGCCTTTATCTGCACCCCTCACCCTGCTGGTGGTGGTCCTTGCCACCGGTTCTCTGTTCTC 

CTGGAAGTCCAGGGAAGAAGGAGGGCCCCAGCCTTAAATTTAGTAATCTGCCTTAGCCTTGGG 

AGGTCTGGGAAGGGCTGGAAATCACTGGGGACAGGAAACCACTTCCTTTTGCCAAATCAGAT 

CCCGTCCAAAGTGCCTCCCATGCCTACCACCATCATCACATCCCCCAGCAAGCCAGCCACCTG 

CCCAGCCGGGCCTGGGATGGGCCACCACACCACTGGATATTCCTGGGAGTCACTGCTGACACC 

ATCTCTCCCAGCAGTCTTGGGGTCTGGGTGGGAAACATTGGTCTCTACCAGGATCCCTGCCCC 

ACCTCTCCCCAATTAAGTGCCTTCACACAGCTCTGGTTTAATGTTTATAAACAAAATAGAGAA 

ACTTTCCTTATAAATAAAAGTAGTTTGCACAGAAAAAAAAAAAAAAA 
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Figure 2a 



MWMKI)PVARPLS^ 

LPPTHKKQYQQESRLFHRHGGPGPGGRSQSCPPSLRDLRPGQGPLLLPHQLPFHRPAP 

SQSSPPEQPQSMEMRSVLRKAGSPRKjV^ 

MNDPSQPNEEGITALHNAIC^ 

VICMALVQHGAAIFATTL^ 

WALWDYSAEFGDELSFREGESVTVLR^ 

FPRVKPQRSKV 

Figure 2b 

GCGGCCGCGTCGACCCGGCGTTCAGACGCGGGCAGCTACCGGCGCTCGCTGGGTCCGCGGGGCCGTC 

GGGCACTTTGCCTCGCAGCTGGCAGCCCGTCAGCCGCATCCCATGCCCCCCTCCAGCCCCCAGCCCC 

GCGGGGCCCCGCGCCAGCGTCCCATCCCCCTCAGCATGATCTTCAAGCTGCAGAACGCCTTCTGGGA 

GCACGGGGCCAGCCGCG CCATGCTCCCTGGGTCCCCCCTCTTCACCCGAGCACCCCCGCCTAAGCTG 

CAGCCCCAACCACAACCACAGCCCCAGCCACAATCACAACCACAGCCCCAGCTGCCCCAACAGCCCC 

AGACCCAACCCCAAACCCCTACCCCAGCCTCCCACATCCGCATCCCCAACAGACATGGCCCCCTGTG 

AACGAAGGACCCCCCAAACCCCCCACCGAGCTGGAGCCTGAGCCGGAGATAGAGGGGCTGCTGACA 

CCAGTGCTGGAGGCTGGCGATGTGGATGAAGGACCCTGTAGCAAGGCCTCTCAGCCCCACGAGGCTG 

CAGCCAGCACTGCCACCGGAGGCACAGTCGGTGCCCGAGCTGGAGGAGGTGGCACGGGTGTTGGCG 

GAAATTCCCCGGCCCCTCAAACGCAGGGGCTCCATGGAGCAGGCCCCTGCTGTGGCCCTGCCCCCTA 

CCCACAAGAAACAGTACCAGCAGATCATCAGCCGCCTCTTCCATCGTCATGGGGGGCCAGGGCCCGG 

GGGGCGGAGCCAGAGCTGTCCCCCATCACTGAGGGATCTGAGGCCAGGGCAGGGCCCCCTGCTCCTG 

CCCCAC CAGCTCCCATTCCACCGCCCGGCCCCGTCCCAGAGCAGCCCACCAGAGCAGCCGCAGAGC 

ATGGAGATGCGCTCTGTGCTGCGGAAGGCGGGCTCCCCGCGCAAGGCCCGCCGCGCGCGCCTCAACC 

CTCTGGTGCTCCTCCTGGACGCGGCGCTGACCGGGGAGCTGGAGGTGGTGCAGCAGGCGGTGAAGG 

AGATGAACGACCCGAGCCAGCCCAACGAGGAGGGCATCACTGCCTTGCACAACGCCATCTGCGGCG 

CCAACTACTCTATCGTGGATTTCCTCATCACCGCGGGTGCCAATGTCAACTCCCCCGACAGCCACGGC 

TGGACACCCTTGCACTGCGCGGCGTCGTGCAACGACACAGTCATCTGCATGGCGCTGGTGCAGCACG 

GCGCTG CAATCTTCGC CACCACGGTC AGCGACGGCG CCACCGCCTTCGAGAAGTGCGACCCTTACC 

GCGAGGGTTATGCTGACTGCGCCACCTACCTGGCAGACGTCGAGCAGAGTATGGGGCTGATGAACA 

GCGGGGCAGTGTACGCTCTCTGGGACTACAGCGCCGAGTTCGGGGACGAGCTGTCCTTCCGCGAGGG 

CGAGTCGGTCACCGTGCTGCGGAGGGACGGGCCGGAGGAGACCGACTGGTGGTGGGCCGCGCTGCA 

CGGCCAGGAGGGCTACGTGCCGCGGAACTACTTCGGGCTGTTCCCCAGGGTGAAGCCTCAAAGGAGT 

AAAGTCTAGCAGGATAGAAGGAGGTTTCTGAGGCTGACAGAAACAAGCATTCCTGCCTTCCCTCCAG 

ACCTCTC CCTCTGTTTTTTGCTGCCTT TATCTGCACC CCTCACCCTG CTGGTGGTGG TCCTTGCCAC 

CGGTTCTCTGTTCTCCTGGAAGTCCAGGGAAGAAGGAGGGCCCCAGCCTTAAATTTAGTAATCTGCC 

TTAGCCTTGGGAGGTCTGGGAAGGGCTGGAAATCACTGGGGACAGGA^ 

TCAGAT CCCGTCCAAA GTGCCTCCCA TGCCTACCAC CATCATCACA TCCCCCAGCAAGCCAGCCAC 
CTGCCCAGCCGGGCCTGGGATGGGCCACCACACCACTGGATATTCCTGGGAGTCACTGCTGACACCA 
TCTCTCCCAGCAGTCTTGGGGTCTGGGTGGGAAACATTGGTCTCTACCAGGATCCCTGCCCCACCTCT 
CCCCA ATTAAGTGCC TTCACACAGC ACTGGTTTAATGTTTATAAA CAAAATAGAG AAACTGGTTT 
AATGTTTATA AAC AAAATAG AGAAACTTTCGCTTATAAAT AAAAGTAGTT TGCACAGAAA 
TGAAAA AAAA AAAAAAAAAA AAAAAA 
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Peptide antigen (pAbiASPP18) 
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Fragment used to generate LX049.3 (not frameshift) 

640 650 

IASPP 
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RAI 2.6 kb corr. translation 
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|cBa|1|g|1|c|1 

GdGilcilGi} 



570 580 590 600 610 620 630 

iASPP CDNA 0CTCCGC c| G c[§f GgT C C^C^C a||g C C T T§|c G^cglT C C T G G§|c cjjc ^^ G cBcBMo BM alMclB 



RAI 2.1kb cDNA 
RAI 2.6kb cDNA 



JTCGACA Agjc aHt|a G t||t|||g G^T G G A gMg c[1g1|g G T G C a|t gMt\ 



G G iTi Ai T 



IASPP cDNA 
RAI 2.1kb cDNA 
RAI 2.6kb cDNA 



tjT G G C G G A| 

Og c c t c c t| 



650 

gcIccagIc cMtR 



660 670 680 690 700 

Ot c cm®G aMc g t g g Gjfc g t cff dllc dllc c c c c[s|t|1cE|a c a g cEItKHg 



T TgA A G C@]A T[lc[MiG T Gg T cMg CCTT cMg A G ?|g@T g[||g ATT G[e]A(G|Gfc|G T G T g[q]cE 



IASPP cDNA 
RAI 2,1kb cDNA 
RAI 2.6kb cDNA 



710 720 730 740 750 760 770 

fefg^| G|I|c AGCGTCCGC cjUjc G G G A G c[gc C c||g cgjA G G c||c CGGCGGCAGCG c||t T c||c C cg]G C C T0T G C G 

C M G GCTAATTTT T^)t TTTTT t||t T t[|]t t||t T T g||a TTTTTAGTAGA g||c A g||g T t[§Jt T A cgjA T G T 



IASPP CDNA 

RAI 2,1kb cDNA 
RAI 2.6kb cDNA 



780 7 90 800 810 820 830 840 

C H C S@A|A cg|A cgG|c GgG|G CCGGCGGCCTCCGAA A lG^IC^Sl G A a[|g A^T^G Agjc T cgjA C G ^j c G 

Tg]G cliGlc Tg|G T(H C B A AgclT GATCTCAAGAGATGTG| 



C C T G C GMcj&BlC ClA A A^T T C 



iASPP cDNA 
RAI 2.1kb cDNA 
RAI 2.6kb cDNA 



850 860 870 _ _ 88 0 890 900 910 

g|A C G[H|A AGAAGCCT Tjg G |iA G A cgjc C G lim TUlT G^|c^gcg]G G A C G|cg|c G^J»J^»^|cilc cg|c@|A 

||T A C@G GTGTTGAG cijAi|T C T GUC T C^CIA T^QT^jAijA T T T TjAjjl Cg- - - L^^ T^T A^T^T « 



IASPP cDNA 
RAI 2.1kb cDNA 
RAI 2.6kb cDNA 



GCCTGCAG cgjG T T cgjC T t||g[|1||g G^Jg AGCAGCCTGGA T [.GXG^A| c[t|g G G G Gg|c a[§||g[||||a a[||g A C A A c|M|c a[§] 
CAGAATGA Gg|A A G a[|]a G a[g|a[^g!a a[J]t CATTAAACACC a MM t\$\C T A C T - T g[||§]t[§|||t g[§|a G T T T t[^|g cgj 
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IASPP CDNA iAGCGCCACCCTGC cglc G c|a|t A^AgG^^f T cJf T C T G[£&^G0G[K C O G GC G T V C A G^^C 
|£l2.1kbcDNA U _ ^ „ , pG G C cl^^ C g,^|^^^^P^to 
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IASPP cDNA 
RAI 2.1kb cDNA M* 
RAI 2.6kb cDNA Gf§ 
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Stop codon introduced by frameshift 
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RAI 2.1kb cDNA 
RAI 2.6kb cDNA 
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IASPP cDNA 
RA1 2.1kb cDNA 
RAI 2.6kb cDNA 
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IASPP cDNA 
RAI 2.1kb cDNA |§| 
RAI 2.6kb cDNA 
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stop 




IASPP cDNA 
RAI 2,1kb cDNA 
RAI 2.6kb cDNA 
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IASPP cDNA 
RAI 2.1kb cDNA 
RAI 2.6kb cDNA 
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IASPP cDNA 
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RAI 2.6kb cDNA 



GGAGTCA'CTG C_T G A C, A C C A T'C.T C-T C C C C A G T CT J G G-G G 'f'C T G G G T G G 
" G.A G;T C A-C T G'C T : G A"C A C C A T^C XC^C'C CA,G C^G'T'CT TG'" CTG'g.T p : T G.<3*"g/P g"^" 




IASPP cDNA 
RAI 2.1kb cDNA 
RAI 2.6kb cDNA 
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IASPP cDNA [M&Ta a cf% j . - . , ~ - ' ~ " - - r [^"g a t^; a t a: a A t A a a X G t a g i,t t g c A^tGl^ 

RAt 2.1kb cDNA a;g a a a c t g g t t t-a a t, g t ?, t-at-a a- a c a a a a t'a.g a~g a a a ctt t|c"^]o t't.'a't; a ? ^a t a a a a g : t a g xi^ b C A c a g*a 
RAI 2.6kb cDNA [^ajw^ - - - - - - I - - - - - - - - - - - - 



iASPP cDNA 
RAI 2.1 kb cDNA 
RAI 2.6kb cDNA 




3230 3240 3250 3260 3270 3280 3290 

IASPP cDNA 
RAI 2.1kb cDNA 
RAI 2.6kb cDNA |] 
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